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Supplementary figure S1. Genomic alignments. The genomes of the six L. helveticus strains 

sequenced in the present study were aligned considering CAUH18 as a reference. Some relevant 

genomic regions identified in the six strains and absent in CAUH18 are highlighted and a summary of 

the genes included is reported in the right part of the figure. Local co-linear blocks (syntenic Regions) 

identified are represented by different colors. 



 

 

Supplementary figure S2. Low pH tolerance (pH 3) of the six newly sequenced L. helveticus strains 

and DSM 20075. 


